
Fig. 4 Heatmap and bi-clustering of subgingival samples based on phylogenetic composition of marker species. The heatmap of subgingival
samples under different periodontitis states. In the dendrogram on the left side, the color of green represents healthy samples, yellow represents
stable samples and red represents progressing samples. The clustering is based on the Spearman correlations of the composition of nine marker
species samples, as identified by our analysis

Fig. 5 The correlation networks of subgingival species under different peridodontitis states. The co-occurrence correlation networks of subgingival
samples under different peridodontitis states. Spearman correlations of relative abundances for all pairs of microbial species were calculated under
different states of periodontitis respectively, with P-values adjusted by Benjamini-Hochberg correction, and selected those species pairs whose
correlation coefficients were over 0.9 and adjusted P-values were less than 0.05 as the edges of networks. The size of point represents the average
abundance of the species in samples
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