
downregulated 227 and 508 genes in K054 and K048,

respectively (Figure 4B). In contrast, ZIKV-infected G010

had only 32 upregulated and 56 downregulated genes. Of

the G010 upregulated genes, 11 were shared with K048,

and only 2 shared with K054. In addition, 2 downregulated

genes in G010 were shared with K048 and 1 gene with

K054. A complete list of all ZIKV-altered genes can be found

in Table S1. Gene set enrichment analysis (Subramanian

Figure 2. Reduction of hNSCs by Mex1-7
(A) Four hours of BrdU pulse labeling in three hNSC strains at 7 days post ZIKV infection.
(B) Immunocytochemical staining with Ki-67 proliferation marker at 7 days post infection.
(C) Total number of cells in three Mex1-7-infected hNSC strains after 11 days of proliferation, all starting at 1 million cells.
(D) Activated caspase 3 (Cas3, red) staining of hNSCs with or without Mex1-7 infection after differentiation.
DAPI, blue nuclear staining. Scale bars: 15 mm in (A), (B), and (D). Quantitative data are presented as means ± SEM. *p < 0.05 compared
with control, n = 3. See also Figure S2.

718 Stem Cell Reports j Vol. 8 j 715–727 j March 14, 2017

macampbell
Highlight


