
seen in mammals. These results (BoEZ = 0.138 versus BoEautosomal = 0.16, Wilcox p = 0.04334;
average Maximumz = 291 versus Maximumautosomal = 341, p = 0.026; absolute Maximumz =
21,476 and absolute Maximumautosomal = 145,465) suggest the trend to be repeatable (and not
reflecting some accidental bias in the genes on the proto-X prior to X’s formation).

Fig 7. A shift towards a lower breadth of expression on the X is duplication-dependent. This figure shows boxplots for the breadth of expression
depending on the chromosomal location and gene family size. Only for medium (more than two members) and big gene families (more than five members) is
there a difference in the breadth of expression between autosomes and the X, suggesting the effect is duplication-dependent. The underlying data can be
found at http://fantom.gsc.riken.jp/5/data/ and in Dryad Digital Repository (doi:10.5061/dryad.p4s57).
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