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TABLE 1 | Results of PERMANOVA comparing the fecal microbiota of

C57BL/6J and C57BL/6Hsd mice pre- and post-antibiotic treatment.

Pre-abx Pre-abx Post-abx Post-abx

C57BL/6J C57BL/6Hsd C57BL/6J C57BL/6Hsd

Pre-abx C57BL/6J 0.0001 0.0001 0.0001

Pre-abx C57BL/6Hsd 18.03 0.0001 0.0001

Post-abx C57BL/6J 96.23 89.79 0.0001

Post-abx C57BL/6Hsd 73.79 68.88 9.307

Values in the upper right represent p-values, with p < 0.001 in bold; values in the lower

left represent F-values.

use. Additionally, cecal contents were used as the source of

FMT material to test whether those microbial populations might

provide a more uniform inoculum. Notably, frozen fecal samples
and fresh cecal contents both performed comparably to fresh

feces as the sample source for FMT (Figures 2A,C,E; Table 2).
Thus, the post-FMT profile resembled the donors much more
closely than the pre-FMT recipient profiles, suggesting that the

B6J mice were successfully inoculated with the fecal microbiota

of the B6Hsd donors in all experimental groups.
Conversely however, when the B6J donor colony was

compared to B6Hsd recipients before and after FMT, the

FIGURE 2 | Principal component analysis demonstrating compositional differences between fecal microbiota profiles of C57BL/6J (B6J, n = 22) and

C57BL/6Hsd (B6Hsd, n = 25) recipients before fecal microbiota transfer (pre-FMT) and at 1 week (A,B), 2 weeks (C,D), and 4 weeks (E,F) post-FMT with

the reciprocal microbiota, legend at top.
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