
Figure 4. Transcriptome Analysis of hNSCs Infected with Mex1-7 by RNA Sequencing
(A and B) Venn diagram showing genes that are upregulated or downregulated by 2-fold or greater in three hNSC strains.
(C–G) Heatmaps showing up- and downregulated genes of global expression (C), and specific genes associated with innate immune
response (D), neurogenesis (E), cell cycling and proliferation (F), and apoptotic cell death (G). Results are the averages of n = 3 from each
cell strain.
See also Table S1.
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